Climate change, especially precipitation change, will significantly change soil moisture, which then influences root growth, further affecting yield and grain quality. Previous studies focused on the drought or flood effects on summer maize growth. However, few studied the effects of drought-flood abrupt alternation (DFAA) on the growth of summer maize. We explored the DFAA impacts on the roots, leaf area index (LAI), yield, and grain quality in field. The main results show that DFAA had different impacts on the summer maize growth in the seeding-jointing stage (SJS) and tasseling-grain filling stage (TGS). In general, the DFAA reduced the yield. Roots at the depth of 40 cm had obviously positive impacts on the yield. The DFAA reduced the LAI and promoted the maximum LAI achieving in advance. The grain crude protein augmented under DFAA. The drought had evidently negative impacts on the grain crude fat in the TGS, while it had no obvious influence in the SJS. DFAA had no apparent impact on the grain crude starch. These results could provide some references for the effects and adaptation-strategies study of extreme climate events and their impacts on growth of summer maize.
Introduction
Global climate change has caused more prominent extreme hydrological events such as drought and flood [1] [2] [3] . A new type of extreme event named drought-flood abrupt alternation (DFAA) has increased significantly both in frequency and intensity [4, 5] . First proposed in 2006, the term DFAA refers to persistent drought for certain continuous days in one basin or region, followed by sudden heavy precipitation, resulting in steep river water and farmland waterlogging [6] . Notably, DFAA is different from the dry-wet cycling and drying-rewetting as it demands specific drought and flood conditions. Maize (Zea mays L.) is one of the main food crops in the world, and its high production could solve the food demand of many people [7, 8] . However, the growth of maize is limited by several environmental factors, such as precipitation, temperature, light, pests, and so on [9] [10] [11] . In particular, extreme climate events such as drought and flood have severe impacts on the growth of maize due to the changes in the availability of water [12, 13] . Roots play an important role in crop growth, as they can transfer water and nutrients for growth demand [14, 15] . Therefore, it is sensitive to environmental changes and directly affects yield and grain quality. measured soil water content every 12 h. When there were three to five values (i.e., 2 to 3 days) in the range of drought level, we conducted the artificial rainfall experiments.
The short-term precipitation after drought is evaluated for the flood level. Specific calculation methods can be found in [28] . The flood levels were determined by the total precipitation amount within 5 days after the drought. In one precipitation process, when the precipitation amount far exceeded the infiltration amount, it was considered that a flood would occur. The infiltration amount is the product of the precipitation amount and the infiltration coefficient. The main characteristic of the DFAA is the sudden change from drought to flood. Therefore, the DFAA mainly concerns the flood caused by short-term and intensive precipitation process. When classifying the floods level, the annual maximum n-day precipitation is applied to calculate the threshold of infiltration in the DFAA (Equation (1)).
where, I n is the infiltration amount of continuous precipitation for n days in mm; n is the number of continuous rainy days; α is the infiltration coefficient, mainly affected by precipitation, groundwater depth, underlying surface conditions, and evaporation. In previous studies the infiltration coefficient is about 0.23 in the Huaibei Plain (i.e., α equals to 0.22 in this study [29] . P n is the multi-year average of the annual maximum n-day precipitation in mm.
The floods levels are based on the precipitation threshold, which is in accordance with the infiltration threshold. Equations (2) and (3) calculate the precipitation threshold.
PT jn = kI n (2)
where, PT jn is the precipitation threshold in mm. j is the flood level, when j is equal to 0, 1, and 2, and the corresponding flood level is light flood, moderate flood, and severe flood. k 0 is an undetermined coefficient. Referring to the historical flood data in the Huaibei Plain, when k 0 = 3.5, it is considered that the daily precipitation in the basin reaches the light flood level. k is the corrected value of k 0 , related to the flood level and cumulative rainy days. β is an undetermined coefficient, when j is equal to 0, 1, and 2, β is equal to 0.5, 0.7, and 1, respectively. According to the historical meteorological data in the Huaibei Plain, most DFAA events were light drought-light flood and several were moderate drought-light flood. Thus, these two types of DFAA treatments were designed to investigate the effects of DFAA on summer maize in this study. The short-term precipitation corresponding to the light flood was 100 mm in the study area.
The growing period of maize comprises five stages: the seeding stage, jointing stage, tasseling stage, grain filling stage, and mature stage. We explored the DFAA effects by dividing the summer maize growing periods into two stages: seeding-jointing stage (i.e., seeding stage and jointing stage, SJS) and tasseling-grain filling stage (i.e., tasseling stage and grain filling stage, TGS).
The DFAA assay was performed with four treatments to distinguish between different DFAA levels in different growing periods; they were DFAA1 (light drought-light flood in the SJS), DFAA2 (moderate drought-light flood in the SJS), DFAA3 (light drought-light flood in the TGS), and DFAA4 (moderate drought-light flood in the TGS). In particular, a control system (CK) was operated under the natural climate conditions. Each treatment had 3 replicates, thus 15 experimental plots (length × width = 3.7 m × 5.5 m) were formed for the experiment. Aluminum plastic composite panels with a depth of 1.2 m were used as baffles surrounding each experimental plot to prevent external water and groundwater from the other experimental plots. The four DFAA treatments were conducted at local farmland and were sheltered under a ventilation shed with an artificial rainfall device to prevent external precipitation and simulate consecutive rainless conditions and abrupt precipitation conditions. All the tests were conducted in the growing season of summer maize (Deng-Hai 618) from 25 June to 9 October 2018. The plant density of each experimental plot was 7.5 plant m −2 . Before planting maize, we fertilized each experimental Atmosphere 2020, 11, 21 4 of 18 plot with 75 g m −2 of compound fertilizer of potassium sulfate and 30 g m −2 of urea. During the experiment, no more fertilizer was added. The initial conditions (soil moisture, P addition, and so on) were kept the same for all the experimental plots. The design details for different experimental treatments can be found in Figure 1 and Table 1 .
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The experimental plots and corresponding devices. (a) The experimental plots for the drought-flood abrupt alternation (DFAA) treatments; (b) the experimental plots for the control system (CK) treatment; (c) the experimental plots design; (d) soil moisture measurement by the AIM-WiFi soil multi-parameters monitoring system (red points in (c)); (e) root observation by the AZR-100 root ecological detection system (blue points in (c)); (f) the artificial rainfall device; (g) oven-drying for grain quality measurement. DFAA1 represents the light drought-light flood treatment in the seedingjointing stage; DFAA2 represents the moderate drought-light flood treatment in the seeding-jointing stage; DFAA3 represents the light drought-light flood treatment in the tasseling-grain filling stage; DFAA4 represents the moderate drought-light flood treatment in the tasseling-grain filling stage; CK represents the control system. (c) the experimental plots design; (d) soil moisture measurement by the AIM-WiFi soil multi-parameters monitoring system (red points in (c)); (e) root observation by the AZR-100 root ecological detection system (blue points in (c)); (f) the artificial rainfall device; (g) oven-drying for grain quality measurement. DFAA1 represents the light drought-light flood treatment in the seeding-jointing stage; DFAA2 represents the moderate drought-light flood treatment in the seeding-jointing stage; DFAA3 represents the light drought-light flood treatment in the tasseling-grain filling stage; DFAA4 represents the moderate drought-light flood treatment in the tasseling-grain filling stage; CK represents the control system. 
Soil Moisture Measurement
Soil water content was measured from 6:30 a.m. to 7:30 a.m. (GMT +8) each day with an AIM-WiFi soil multi-parameters monitoring system (Beijing Aozuo Ecology Instrumentation Ltd., Beijing, China) using the time domain reflectometry principle. The rated accuracy was 1% ( Figure 1d ). Data were conducted in triplicate in each experimental plot.
Roots Measurement and Analysis
The roots were observed by an AZR-100 root ecosystem detection system by Beijing Aozuo Ecology Instrumentation Ltd. (Beijing, China). This instrument has the advantage of achieving root analysis without destroying the crop. The routable micro camera was applied to photograph the roots in a certain soil layer depth. One photo was taken every 45 • of rotation, thus in total, eight photos were obtained in each soil layer. The photos were analyzed by the associated software WinRHIZOTron (Regent Instruments Inc., Quebec, Canada) to obtain relevant parameters of root, such as, total length, total projected area, total surface area, average diameter, total volume, and total number of tips. The root data in four soil layers were collected at the end of the mature stage on 9 October 2018, with layer depths of 20 cm, 40 cm, 60 cm, and 80 cm. The amount of total roots in a certain soil layer was the sum of the roots in the eight photos.
Soil Microorganism Sampling and Analysis
For analysis, 5 g each soil samples were collected from 0-20 cm and 20-40 cm depths from each experimental plot. The soil microorganism samples were collected 3 days after every artificial rainfall or natural rainfall (CK). Soils samples were transported on dry ice to the Shanghai Majorbio Bio-Pharm Technology Co. Ltd., China, which provides the polymerase chain reaction (PCR) amplification and analysis process technology. Each microbial sample was added into a 100 mL sterile centrifuge tube, mixed with 25 mL TENP buffer (50 mM Tris-HCl, 20 mM EDTA (ethylenediaminetetraacetic acid), 100 mM NaCl, 0.01 g mL −1 PVPP (polyvinyl-polypyrrolidone), pH 10.0), then shaken for 5 min, and centrifuged at 10,000 rpm for 5 min at room temperature. The supernatant was removed, and the pellets were extracted for a second round using the above method. Then, the pellets were mixed with 25 mL PBS buffer (8.00 mg L −1 NaCl, 0.20 mg L −1 KCl, 1.44 mg L −1 Na 2 HPO 4 , 0.24 mg L −1 KH 2 PO 4 , pH 7.4), shaken for 5 min, and centrifuged at 10,000 rpm for 5 min at room temperature. Finally, the pellet of each sample was extracted with OMEGA Soil DNA Kit (Omega Bio-Tek Inc., Norcross, GA, USA) in accordance with the manufacturer's instructions. The universal bacterial primers of 338F (5 -ACTCCTACGGGAGGCAGCAG-3 ) and 806R (5 -ACTCCTACGGGAGGCAGCAG-3 ) were used for polymerase chain reaction (PCR) amplification of bacterial communities. The PCR amplification process involved: (i) initial denaturation for 3 min at 95 • C; (ii) 27 cycles for 30 s at 95 • C, 30 s at 55 • C, 45 s at 72 • C; and (iii) final extension for 10 min at 72 • C.
Leaf Area Index Measurement and Analysis
The LAI of summer maize was measured with a Yaxin-1242 portable leaf area meter by Beijing Yaxin Liyi Technology Co. Ltd. (Beijing, China), which is widely used with high accuracy, high speed, and easy operation. Several parameters of non-detached leaf can be obtained, such as area, perimeter, length, width, ratio of length to width, and shape factor. Throughout the experiment, the LAI was measured every five days from later seeding stage to the mature stage. The LAI can be calculated as follows (Equation (4)).
where, LAI is the leaf area index of each experimental plot; N p is the number of summer maize plants in each experimental plot; A l,i is the total area of all leaves of the ith (i = 1, 2, . . . , n) measured plant;
n is the number of measured plants, n is equal to 3 in this study; A plot is the surface area of the experimental plot.
Yield Measurement and Analysis
Six maize fruits were randomly sampled in each experimental plot at harvest. The number of ear rows and columns, ear length, total number of grains, and 100-seed weight were measured in lab. Notably, the yield was calculated with the dry grain weight and other parameters were measured with the fresh weight. The samples were naturally air-dried for yield. The yield can be calculated as follows (Equation (5)).
where, GY is the yield of each experimental plot; EPN is the effective plant number of summer maize in each experimental plot; NG is the average total grains number in one plant; SW 100 is the average 100-seed weight; A plot is the surface area of the experimental plot.
Grain Quality Measurement and Analysis
Six maize fruits were randomly sampled in each experimental plot at harvest. The crude protein, crude starch, and crude fat content in the grains were analyzed. These three parameters were measured according to the methods proposed by Lu [30] . The crude protein is determined based on the nitrogen concentration. The crude protein content was 6.25 times the nitrogen concentration for maize. The nitrogen concentration was measured by the elemental analyzer Shimadzu TOC-VCPH Organic Carbon Analyzer (Kyoto, Japan). The crude starch was measured by the CaCl 2 -HOAc extraction-polarimetry method. CaCl 2 -HOAc (relative density 1.3, pH 2.3) is used as a dispersing and liquefying agent. Under certain acidity and heating conditions, the starch is dissolved and partially acidified to form a hydrolysate with certain optical rotation, which can be measured by a polarimeter. The specific rotation of the hydrolysate of various starches is specified as 203 in this method. The crude fat was measured by the residual method. The fat was extracted with an organic solvent miscible in the YG-2 fat extractor. The crude fat content is the weight difference between the sample and the residue.
Statistical and Data Analysis
For the yield and grain quality, data were conducted in sextuplicate and the values were given in terms of their mean + standard deviation. One-way analysis of variance (ANOVA) was used to compare the difference among all the treatments. The significance of linear correlations between parameters was expressed as the Pearson's product moment correlation coefficient. A statistical difference was considered significant when p < 0.05. All the data processing was performed using SPP version 20.0 (SPSS Inc., Chicago, IL, USA). The figures were drawn in Origin version 9.0 (OriginLab Inc., Hampton, MA, USA). The soil microorganism was analyzed with Circos (Vancouver, Cnanada) [31] .
Results

Soil Moisture Content
The soil moisture content decreased slightly during the five consecutive days before the rainfall in all treatments ( Figure 2 ). After the rainfall, the soil moisture content augmented rapidly in one day in both two topsoil layers. In the light DFAA treatments (DFAA1 and DFAA3), the soil moisture content had a smooth decrease after the one-day increase (Figure 2a ,c). While in the moderate DFAA treatments (DFAA2 and DFAA4) and CK treatment, the soil moisture content increased after the one-day sharp increase (Figure 2b,d,e ). The increase rate was much larger in the moderate DFAA treatments compared to the CK treatment. In general, the soil moisture content in the TGS was higher than in the SJS during the DFAA period. Meanwhile, the soil moisture content during the DFAA Atmosphere 2020, 11, 21 7 of 18 period in the DFAA treatments varied more sharply than during the natural rainfall period in the CK treatment.
treatments (DFAA2 and DFAA4) and CK treatment, the soil moisture content increased after the oneday sharp increase (Figure 2b,d,e ). The increase rate was much larger in the moderate DFAA treatments compared to the CK treatment. In general, the soil moisture content in the TGS was higher than in the SJS during the DFAA period. Meanwhile, the soil moisture content during the DFAA period in the DFAA treatments varied more sharply than during the natural rainfall period in the CK treatment. 
Root Systems
The total root surface area (TSA) and the total number of root tips (TNT) mainly concentrated in the soil depth of 20 cm and 40 cm, with a total proportion of about 80%. The TSA and TNT were larger in the soil depth of 60 cm than 80 cm, with values of 5% to 10%. In the SJS, in the light DFAA, the TSA and TNT were higher in the soil depth of 20 cm than 40 cm (Figure 3a ), while the opposite trend was found in the moderate DFAA ( Figure 3b ). In the TGS, in the light DFAA, the TSA and TNT were higher in the soil depth of 40 cm compared to 20 cm (Figure 3c ), while contrary result were shown in the moderate DFAA ( Figure 3d ). The TSA and TNT were much larger in the soil depth of 40 m than 20 cm in the CK treatment ( Figure 3e ) with a difference of 20%. 
The total root surface area (TSA) and the total number of root tips (TNT) mainly concentrated in the soil depth of 20 cm and 40 cm, with a total proportion of about 80%. The TSA and TNT were larger in the soil depth of 60 cm than 80 cm, with values of 5% to 10%. In the SJS, in the light DFAA, the TSA and TNT were higher in the soil depth of 20 cm than 40 cm (Figure 3a ), while the opposite trend was found in the moderate DFAA (Figure 3b ). In the TGS, in the light DFAA, the TSA and TNT were higher in the soil depth of 40 cm compared to 20 cm (Figure 3c ), while contrary result were shown in the moderate DFAA ( Figure 3d ). The TSA and TNT were much larger in the soil depth of 40 m than 20 cm in the CK treatment ( Figure 3e ) with a difference of 20%.
Soil Bacterial Communities
The relatively abundant soil bacterial communities of summer maize were phyla Proteobacteria, Actinobacteria, and Acidobacteria in the two topsoil layers, with relative abundance larger than 15%, respectively. In the soil layer of 0-20 cm (Figure 4a ), the relative abundance of Proteobacteria decreased with the order: DFAA2 > DFAA3 > DFAA1 > DFAA4 > CK. The relative abundance of Actinobacteria decreased with the order: CK > DFAA4 > DFAA1 > DFAA3 > DFAA2. The relative abundance of Acidobacteria decreased with the order: DFAA3 > DFAA1 > CK > DFAA 4 > DFAA2. In the soil layer of 20-40 cm (Figure 4b ), the relative abundance of Proteobacteria decreased as: DFAA2 > DFAA1 > DFAA3 > DFAA4 > CK. The relative abundance of Actinobacteria decreased with the following order: CK > DFAA4 > DFAA1 > DFAA3 > DFAA2. The relative abundance of Acidobacteria decreased in the order: DFAA4 > CK > DFAA3 > DFAA2 > DFAA1. The relative abundance of Proteobacteria and Acidobacteria showed different orders in different topsoil layers. Generally, the relative abundance of Proteobacteria was higher in the DFAA treatments than in the CK treatment, with differences of 5% to 10%. The relative abundance of Actinobacteria was greater in the CK treatment than in the DFAA treatments, with differences of 5% to 10%. there was no consistent law of the relative abundance of Acidobacteria among the CK treatment and the DFAA treatments in the two topsoil layers. Combined with roots density, we found that the Actinobacteria and Proteobacteria had a positive correlation with the roots amount in the topsoil of 0-20 cm and 20-40 cm, respectively. 
The relatively abundant soil bacterial communities of summer maize were phyla Proteobacteria, Actinobacteria, and Acidobacteria in the two topsoil layers, with relative abundance larger than 15%, respectively. In the soil layer of 0-20 cm (Figure 4a 
Leaf Area Index
In general, the LAI increased first and then decreased in all treatments, and the LAI varied within the range of 0 to 4 ( Figure 5 ). The maximum LAI appeared on 16 August 2018 for all DFAA treatments, with values of 3.65, 3.37, 3.12, and 3.33 in DFAA1, DFAA2, DFAA3, and DFAA4 treatment, respectively. While the maximum LAI appeared on 1 September 2018 in the CK treatment, with a value of 3.72. The maximum LAI mainly decreased with the following order: 
In general, the LAI increased first and then decreased in all treatments, and the LAI varied within the range of 0 to 4 ( Figure 5 ). The maximum LAI appeared on 16 August 2018 for all DFAA treatments, with values of 3.65, 3.37, 3.12, and 3.33 in DFAA1, DFAA2, DFAA3, and DFAA4 treatment, respectively. While the maximum LAI appeared on 1 September 2018 in the CK treatment, with a value of 3.72. The maximum LAI mainly decreased with the following order: CK > DFAA1 > DFAA2 > DFAA4 > DFAA3. At the end of the mature stage, the LAI was about 2 in all treatments. 
Yield
For the yield per unit area, the yield was about 5000 to 7000 kg ha −1 , and it was basically 1500 to 2000 kg ha −1 (25% to 33% in proportion) higher in the CK treatment than in the DFAA treatments ( Figure 6a ). During SJS, in the moderate DFAA treatment, the yield was a little bit higher than that in the light DFAA treatment (about 3%). However, during TGS, in the moderate DFAA treatment, the yield was apparently lower (about 30%) than that in the light DFAA treatment. The ear length of summer maize was between 15 to 20 cm in different treatments. The ear length of summer maize was 5 cm longer (about 33% in proportion) in the CK treatment than in the DFAA treatments (Figure 6b ). In addition, the ear length was slightly larger in the moderate DFAA treatments (DFAA2 and DFAA4) than in the light DFAA treatments (DFAA1 and DFAA3). As for the total number of grains in one cob, the value was much larger in the CK treatment than in the DFAA treatments, with a difference of about 150 (30% in proportion) (Figure 6c ). During SJS, in the light DFAA treatment, the grain number was 5% slightly higher than that in the moderate DFAA treatment, while the opposite trend was found during TGS. For the number of ear rows, the value was close in all treatments with approximately 15 (Figure 6d ). In the SJS, the number of ear rows was larger in the light DFAA treatment than in the moderate treatment, while an opposite tread appeared in the TGS. The number of ear columns was about 25 in the DFAA treatments. The number of ear columns was about 40% higher in the CK treatment than in the DFAA treatments ( Figure 6e ). Also, the value was a little bit larger in the moderate DFAA treatment than in the light DFAA treatment.
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For the yield per unit area, the yield was about 5000 to 7000 kg ha -1 , and it was basically 1500 to 2000 kg ha -1 (25 to 33% in proportion) higher in the CK treatment than in the DFAA treatments ( Figure  6a ). During SJS, in the moderate DFAA treatment, the yield was a little bit higher than that in the light DFAA treatment (about 3%). However, during TGS, in the moderate DFAA treatment, the yield was apparently lower (about 30%) than that in the light DFAA treatment. The ear length of summer maize was between 15 to 20 cm in different treatments. The ear length of summer maize was 5 cm longer (about 33% in proportion) in the CK treatment than in the DFAA treatments (Figure 6b ). In addition, the ear length was slightly larger in the moderate DFAA treatments (DFAA2 and DFAA4) than in the light DFAA treatments (DFAA1 and DFAA3). As for the total number of grains in one cob, the value was much larger in the CK treatment than in the DFAA treatments, with a difference of about 150 (30% in proportion) (Figure 6c ). During SJS, in the light DFAA treatment, the grain number was 5% slightly higher than that in the moderate DFAA treatment, while the opposite trend was found during TGS. For the number of ear rows, the value was close in all treatments with approximately 15 (Figure 6d ). In the SJS, the number of ear rows was larger in the light DFAA treatment than in the moderate treatment, while an opposite tread appeared in the TGS. The number of ear columns was about 25 in the DFAA treatments. The number of ear columns was about 40% higher in the CK treatment than in the DFAA treatments ( Figure 6e ). Also, the value was a little bit larger in the moderate DFAA treatment than in the light DFAA treatment. 
Grain Quality
The crude protein was between 6% and 8% in different treatments. The crude protein was about 7% higher in the moderate DFAA treatments than in the light DFAA treatments (Figure 7a ). The value in the CK treatment was slightly lower than in the DFAA treatments. The crude starch content was 
The crude protein was between 6% and 8% in different treatments. The crude protein was about 7% higher in the moderate DFAA treatments than in the light DFAA treatments (Figure 7a ). The value in the CK treatment was slightly lower than in the DFAA treatments. The crude starch content was basically about 70% in all treatments (Figure 7b ). In the SJS, the crude starch content was slightly lower in the moderate DFAA treatment than in the light DFAA treatment, and an opposite trend was found in the TGS. The crude fat was among the range of 7% to 9% in different treatments. The crude fat content was generally higher in the CK treatment than in the DFAA treatments in the SJS, while the content was greater in the DFAA treatments in the TGS (Figure 7c ). In the SJS, the crude fat was 7% higher in the moderate DFAA treatment than in the light DFAA treatment, and an opposite trend was found in the TGS.
Atmosphere 2020, 11, x FOR PEER REVIEW  11 of 18 basically about 70% in all treatments (Figure 7b ). In the SJS, the crude starch content was slightly lower in the moderate DFAA treatment than in the light DFAA treatment, and an opposite trend was found in the TGS. The crude fat was among the range of 7 to 9% in different treatments. The crude fat content was generally higher in the CK treatment than in the DFAA treatments in the SJS, while the content was greater in the DFAA treatments in the TGS (Figure 7c ). In the SJS, the crude fat was 7% higher in the moderate DFAA treatment than in the light DFAA treatment, and an opposite trend was found in the TGS. 
Correlation Analysis
This study was concerned with the DFAA impacts on the growth and yield of summer maize, especially on the key role of roots. The correlation between each two elements after DFAA was analyzed ( Figure 8 ). The results suggest that the yield and grain quality of summer maize were closely correlated to the root system. The yield had a highly positive correlation with the total length of root (TL) and the total number of root tips (TNT), with correlation coefficients of 0.61 and 0.69, respectively. The crude protein content was slightly positively correlated to all the root parameters, with a coefficient of about 0.2. The crude starch had a highly positive correlation, with the total surface area of root (TSA) and the average diameter of root tips (ADT), of 0.67. There was a positive correlation among the LAI and the parameters of grain yield and quality. The crude fat was slightly positively correlated to the LAI, with a coefficient of 0.2. The LAI had a slightly positive correlation with the TL and TNT, while a negative correlation was shown with the TSA and the ADT. 
Discussion
DFAA Effects on the Growth of Summer Maize
The soil moisture content augmented rapidly in one day in all treatments, which can be explained by the sudden heavy rainfall after long-term drought. The soil porosity increased during long-term drought, the higher porosity absorbed more water in wet conditions, which further augmented the soil moisture content [32] . Then the soil moisture content decreased slowly in the light DFAA treatments, while it continued to increase in the moderate DFAA treatments. It can be inferred that the soil moisture subsiding was more rapid in the light DFAA treatments than in the moderate treatments. Given that the root density was larger in the light DFAA treatments than in the moderate treatments, the water absorbing capacity of root was corresponding greater, which advanced the soil moisture subsiding [14, 16] . As the roots mainly grew in the SJS, the large water demand led to the relatively lower soil moisture content compared to the TGS [33, 34] . It can be inferred that the DFAA can intensify the fluctuation of soil moisture content in the topsoil as the range increased with the longer drought duration.
Most roots of summer maize grew in the topsoil of 0-40 cm. The DFAA mainly influenced the roots in the topsoil as well. Previous studies show that soil drying commences under drought [35] , and soil moisture content is essential for root growth [36] , thus the TSA and TNT in the topsoil changed apparently after DFAA. In the SJS, the longer drought increased the TSA and TNT in the soil layer of 40 cm; this reveals that the drought could advance the roots growing deeply to absorb more water during the root growing period. Previous studies showed that maize is moderately waterstress sensitive while very sensitive during the tasseling, silking, and pollination periods [37, 38] . While in the TGS, the root systems were already formed and a longer drought would increase the root death [39] .
The main bacterial communities in the summer maize topsoil were phyla Proteobacteria, Actinobacteria and Acidobacteria, which was consistent with other studies [40] . The relative Figure 8 . The heat map of correlation between each pair of indices (i.e., root, grain yield, and quality) after drought-flood abrupt alternation in summer maize farmland systems. The blue discs represent the negative correlation between the pair of indices, with the value of −1. The red discs represent the positive correlation between the pair of indices, with the value of 1. Note: LAI represents the leaf area index; TL represents the total length of root; TSA represents the total surface area of root; ADT represents the average diameter of root tips; TNT represents the total number of root tips; yield represents the grain yield; protein represents the grain crude protein; starch represents the grain starch; fat represents the grain crude fat.
Discussion
DFAA Effects on the Growth of Summer Maize
Most roots of summer maize grew in the topsoil of 0-40 cm. The DFAA mainly influenced the roots in the topsoil as well. Previous studies show that soil drying commences under drought [35] , and soil moisture content is essential for root growth [36] , thus the TSA and TNT in the topsoil changed apparently after DFAA. In the SJS, the longer drought increased the TSA and TNT in the soil layer of 40 cm; this reveals that the drought could advance the roots growing deeply to absorb more water during the root growing period. Previous studies showed that maize is moderately water-stress sensitive while very sensitive during the tasseling, silking, and pollination periods [37, 38] . While in the TGS, the root systems were already formed and a longer drought would increase the root death [39] .
The main bacterial communities in the summer maize topsoil were phyla Proteobacteria, Actinobacteria and Acidobacteria, which was consistent with other studies [40] . The relative abundance of Proteobacteria augmented after longer drought in the SJS, while an opposite trend was found in the TGS. The variation of TSA in the 40 cm depth was consistent with the Proteobacteria abundance. The relative abundance of Actinobacteria reduced after a longer drought in the SJS, an inverse law appeared in the TGS. The variation of TSA in 20 cm depth was associated with Actinobacteria abundance. It demonstrates that the number of bacteria was associated with root surface [41] . The relative abundance of Acidobacteria decreased with longer drought duration in DFAA in 0-20 cm, while it increased in 20-40 cm. A similar variation trend was found with the TSA and TNT. Given that Acidobacteria are relatively more abundant in the rhizospheres of healthy plants [42] , our results were convenient.
Normally, the LAI of maize presents the trend of increasing first then decreasing throughout the growing season. The LAI is small in the seeding period, augments rapidly during the jointing stage, achieves the maximum in the grain filling stage, then begins to decline [19, 20] . In our experiment, the maximum LAI appeared in the grain filling stage in the CK treatment, while it appeared after the jointing stage in the DFAA treatments. Compared to the CK treatment, the maximum LAI appeared in advance in the DFAA treatments. The value of maximum LAI in the DFAA treatments was lower than that in the CK treatment. Notably, the LAI was higher for DFAA4 treatment (moderate drought) than for DFAA3 (light drought) during tasseling-grain filling stage. The possible reason is that DFAA4 treatment was located in the southeast while DFAA3 was located in the southwest, thus the DFAA4 treatment was more likely influenced by sunlight than the DFAA3 treatment. The DFAA1 and DFAA2 treatment were located in the northeast and northwest, respectively. It can be inferred that the DFAA had negative impacts on leaf growth but was not the only determining factor. As long-term drought hinders maize growth [43, 44] , the leaf growing period shortened during DFAA, then the maximum LAI was achieved in advance with a lower value than in the normal condition.
The yield would reduce when DFAA occurred, with lower ear length and total number of grains. The total number of columns reduced as the ear diameter decreased after DFAA. Both the long-term drought and flood have negative impacts on the maize yield [24, 45] . As the DFAA has the above two periods, it demonstrates the yield reduction effects of extreme climate change. In the SJS, the yield was larger with the longer drought duration in the DFAA events, which can be explained as: (i) the drought has less impacts on the seeding period compared to other periods, which promotes root growth during the long-term drought, and in turn the deep roots can resist the drought [46] ; and (ii) the root surface was larger in the moderate DFAA, which promotes nutrient absorption [47] . Previous studies showed that yield would slightly increase when the drought occurred in the seeding period [48] . Li et al. found that the irrigation after moderate drought could increase the yield in the jointing stage as the water-use efficiency augmented [49] . Our results coincide with previous studies. While in the TGS, the yield reduced largely with longer drought. Given that the TGS is the key period for fruit formation, the drought would have significant influences on the yield [50, 51] . The maize yield may decrease by 30% when drought occurred in the grain filling stage [23, 52] . Our study shows that the yield was 25% to 33% higher in the CK treatment than in the DFAA treatments, which coincides with previous studies. The root surface decreased with longer drought duration as well. It can be concluded that the roots play an important role for maize growth, especially in the topsoil of 0-40 cm.
Previous studies show that drought has a negative impact on yield, while may augment the grain crude protein content [53, 54] . The flood reduced the grain crude protein [55] . Some studies show that the crude starch and crude fat content have no significant correlation with water content and are mainly affected by the light and base temperature [56] . Other studies reveal that the crude fat content would augment when the drought occurs in the grain filling stage, with basically no impacts on the crude starch [25] . In our experiment, the DFAA promoted grain crude protein formation. It can be inferred that the long-term drought effect was evident on the grain crude protein content. The grain crude protein increased more compared to the CK treatment when DFAA took place in the SJS than in the TGS. There was no obvious difference of crude starch content among the DFAA treatments and CK treatment. It demonstrates that the water condition has no significant effects on the grain crude starch, thus the crude starch did not change as much as the water condition during the DFAA. The crude fat in the TGS was higher than in the CK treatment, while the content in the SJS was slightly lower than in the CK treatment. The result coincides with other studies that found that the drought in the grain filling stage would augment the grain crude fat content.
Mechanism of DFAA Effects on the Growth of Summer Maize
This study explored the light and moderate DFAA effects on the growth of summer maize, mainly focusing on the roots, leaf area index, yield, and grain quality. Other environmental factors such as soil moisture content and soil bacterial communities were analyzed as well. The results revealed that the DFAA has different impacts on the summer maize growth in different growing periods (Figure 9 ). It can be learned that the LAI reduced under DFAA, and the maximum LAI would appear in advance. Given that the soil bacterial communities influenced the roots' growth, we observed that Actinobacteria and Proteobacteria had a positive correlation with the amount of roots in the topsoil of 0-20 cm and 20-40 cm, respectively. Acidobacteria was more abundant with more healthy roots. When DFAA happened in the SJS, the roots reduced in the topsoil of 0-20 cm, while more roots were found in the topsoil of 20-40 cm. An opposite trend was observed when DFAA occurred in the TGS. The amount of roots in a depth of 20-40 cm had significantly positive impacts on the yield. The yield would decrease under DFAA compared to CK treatment. While the value was slightly greater with longer drought of the DFAA in the SJS, it was much lower in the TGS. DFAA would augment the grain crude protein content. No apparent correlation was found between the crude starch content and the DFAA. Longer drought had obvious negative impacts on grain crude fat in the TGS.
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This study explored the light and moderate DFAA effects on the growth of summer maize, mainly focusing on the roots, leaf area index, yield, and grain quality. Other environmental factors such as soil moisture content and soil bacterial communities were analyzed as well. The results revealed that the DFAA has different impacts on the summer maize growth in different growing periods (Figure 9 ). It can be learned that the LAI reduced under DFAA, and the maximum LAI would appear in advance. Given that the soil bacterial communities influenced the roots' growth, we observed that Actinobacteria and Proteobacteria had a positive correlation with the amount of roots in the topsoil of 0-20 cm and 20-40 cm, respectively. Acidobacteria was more abundant with more healthy roots. When DFAA happened in the SJS, the roots reduced in the topsoil of 0-20 cm, while more roots were found in the topsoil of 20-40 cm. An opposite trend was observed when DFAA occurred in the TGS. The amount of roots in a depth of 20-40 cm had significantly positive impacts on the yield. The yield would decrease under DFAA compared to CK treatment. While the value was slightly greater with longer drought of the DFAA in the SJS, it was much lower in the TGS. DFAA would augment the grain crude protein content. No apparent correlation was found between the crude starch content and the DFAA. Longer drought had obvious negative impacts on grain crude fat in the TGS. Figure 9 . Mechanisms of the effects of DFAA on the growth of summer maize. The DFAA has different impacts on the summer maize growth when DFAA occurs in different growing periods. The leaf area index reduced under DFAA. The soil bacterial communities influenced the roots growth. The Actinobacteria and Proteobacteria had a positive correlation with the roots amount in the topsoil of 0-20 cm and 20-40 cm, respectively. Acidobacteria was more abundant with more healthy roots. When DFAA happened in the seeding-jointing stage, the roots reduced in the topsoil of 0-20 cm, while more roots were found in the topsoil of 20-40 cm. An opposite trend was observed when DFAA occurred in the tasseling-grain filling stage. The roots amount in the 20-40 cm had significantly positive impacts on the yield. The yield would increase with longer drought of the DFAA in the seeding-jointing stage, while it reduced in the tasseling-grain filling stage. DFAA would augment the grain crude protein content. The crude fat was obviously affected by the longer drought in the tasseling-grain filling stage. The DFAA had no apparent impacts on the crude starch content. Figure 9 . Mechanisms of the effects of DFAA on the growth of summer maize. The DFAA has different impacts on the summer maize growth when DFAA occurs in different growing periods. The leaf area index reduced under DFAA. The soil bacterial communities influenced the roots growth. The Actinobacteria and Proteobacteria had a positive correlation with the roots amount in the topsoil of 0-20 cm and 20-40 cm, respectively. Acidobacteria was more abundant with more healthy roots. When DFAA happened in the seeding-jointing stage, the roots reduced in the topsoil of 0-20 cm, while more roots were found in the topsoil of 20-40 cm. An opposite trend was observed when DFAA occurred in the tasseling-grain filling stage. The roots amount in the 20-40 cm had significantly positive impacts on the yield. The yield would increase with longer drought of the DFAA in the seeding-jointing stage, while it reduced in the tasseling-grain filling stage. DFAA would augment the grain crude protein content. The crude fat was obviously affected by the longer drought in the tasseling-grain filling stage. The DFAA had no apparent impacts on the crude starch content.
Conclusions
This study explored the DFAA impacts on the growth of summer maize in different growing periods. The roots in the depth of 40 cm play a key role for the yield. The roots surface and root tips in the 40 cm increased with longer drought in DFAA occurring in the SJS; the yield would augment as well. Opposite trends were found in the TGS. The yield reduced under DFAA compared to the CK treatment. The DFAA reduced the LAI, and promoted the maximum LAI achieving in advance. The grain crude protein negatively correlated to water content, thus longer drought in the DFAA would increase its content. The drought has evidently negative impacts on the grain crude fat in the TGS, while it has no obvious influence in the SJS. The grain crude starch was not very correlated to the water condition.
In general, the DFAA has significant impacts on the yield and grain quality of summer maize, mainly due to the soil moisture content and root growth. The mechanisms are complex and need further study. This study mainly focused on the root growth condition at the mature stage. Further studies can be applied on the consecutive root observations during the summer maize growing season. Meanwhile, it is necessary to carry out field experiments on the DFAA with different flood levels and other drought-flood combinations. This study could provide references for extreme climate events and adaptation-strategy studies, as well as serve as a guide for agricultural management. Acknowledgments: Many thanks to Wudaogou Experimentation Research Station for their full support and help during this study. We also thank the editors and anonymous reviewers.
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Abbreviations
The following abbreviations are used in this manuscript.
CK
control system DFAA drought-flood abrupt alternation DFAA1 light drought-light flood treatment in the seeding-jointing stage DFAA2 moderate drought-light flood treatment in the seeding-jointing stage DFAA3 light drought-light flood treatment in the tasseling-grain filling stage DFAA4 moderate drought-light flood treatment in the tasseling-grain filling stage LAI leaf area index SJS seeding-jointing stage (i.e., seeding stage and jointing stage) TGS tasseling-grain filling stage (i.e., tasseling stage and grain filling stage)
